We report here the draft genome of Saitozyma podzolica DSM 27192 sequenced based on PacBio chemistry. This yeast isolate produces large amounts of single-cell oil (SCO) and gluconic acid (GA). Information from the genome sequence will provide additional insight into the genetic mechanism of SCO and GA metabolism in this organism.
DSM 27192 genome encodes a larger number of proteins linked to carbohydrate-active enzymes (CAZymes) and MEROPS, as well as secreted proteins.
The whole-genome sequence of S. podzolica DSM 27192 will provide additional insight into the genetic mechanisms and control of fatty acids and gluconic acid synthesis. At the same time, the genomic data will provide an additional point of comparison to other oleaginous yeasts and GA-producing organisms.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number RSCD00000000. The raw reads were deposited in the Sequence Read Archive under the accession number PRJNA506379.
